Abstract
sheep from ~1870, and has now gone extinct (Elwes 1912 separately for each population allowing for asymmetric admixture between populations. For 214 each value of K, from one to six, ten replicated runs were performed using a burnin of 20,000 215 generations and running the chain for 10,000 generations. The best K value was determined as 216 the K value at which the likelihood distribution reached a plateau and the variation between 217 replicated runs did not increase substantially. As an additional support, Delta(K) ( Genotype data were phased for all individuals using default settings in the fastPHASE 237 software (Scheet & Stephens 2006) . Phasing was performed separately for domestic sheep 238 (including Soays) and the other sheep and ungulate species. We defined 'core' short-range 239 haplotypes in Soays from the six SNPs spanning and flanking (~1Mb) the genes for coat 240 colour (TYRP1) and coat pattern (ASIP). Seven core haplotypes were present in the TYRP1 241 region and four were present in the ASIP region (Supplementary Table 2 ). These haplotypes 242
were strongly associated with the TYRP1 and ASIP causal mutations in Soays (Gratten et al. Table 2 ) were widespread in domestic breeds (Table 1, Figures 6a & 7a) , but 307 largely absent from other sheep and ungulate species (Figure 6b & 7b) . Notably, the 308 exceptions mostly involve haplotypes in populations of Mouflon, which are related to the 309 wild progenitor of domestic sheep. Given that Mouflon are not known to exhibit coat colour 310 or pattern polymorphism, we interpret the presence of light and self haplotypes to be due toimperfect tagging of the causal mutations at TYRP1 and ASIP, although it is also possible that 312 the causal mutations predate the onset of domestication. Either way, the broad distribution of 313 core haplotypes suggests that the colour and pattern mutations were present in the early stages 314 of domestication of modern sheep, rather than occurring de novo in Soay sheep. 
